Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.050; wR factor = 0.137; data-to-parameter ratio = 14.0.
Related literature
Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.137 S = 0.92 6634 reflections 473 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.21 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (C1B-C6B)/(C11B-C16B) are 43.60 (12)° and 58.65 (13)° respectively. The hydrazine N atoms are twisted slightly out of the plane of the phenyl and carboxyphenyl rings, C1-N1-N2-C7 and N3-N4-C10-C11 torsion angles are 171.1 (2)° : -174.4 (2)° for molecule A and -177.4 (2)° : -170.6 (2)° for molecule B.
In the crystal, (Fig. 2) , the molecules are linked via intermolecular N-H···O and C-H···O hydrogen bonds (Table 1) , forming supramolecular chains along the b-axis.
Experimental
A mixture of 4-methoxybenzohydrazide (1.66 g, 10 mmol) and 2(Z)-2-oxo-N′-p-tolylpropanehydrazonoyl chloride (2.11 g, 10 mmol) in absolute ethanol (50 ml) was refluxed for 6 h. The concoction was then left to cool at room temperature.
The formed solid was filtered off, washed with ethanol and recrystallized twice from EtOH to afford colourless blocks of the title compound.
Refinement
Atoms H1N1 and H1N2 were located from a difference Fourier map and refined freely [N-H = 0.83 (3)-0.86 (3) Å].
The remaining H atoms were positioned geometrically [C-H = 0.93 or 0.96 Å] and were refined using a riding model, with U iso (H) = 1.2 or 1.5U eq (C). A rotating group model was applied to the methyl groups The asymmetric unit of the title compound, showing 30% probability displacement ellipsoids. The C--H···O hydrogen bond is shown by a dashed line.
Computing details

Figure 2
The crystal packing of the title compound (I). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(1Z,2E)-N′-{2-chloro-1-methyl-2-[2-(4-methylphenyl)hydrazin-1-ylidene]ethylidene}-4-methoxybenzohydrazide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C13A-C14A-C15A-C16A 2.2 (4) C13B-C14B-C15B-C16B 1.7 (4) C14A-C15A-C16A-C11A −1.6 (4) C12B-C11B-C16B-C15B −0.9 (4) C12A-C11A-C16A-C15A −0.6 (4) C10B-C11B-C16B-C15B 175.1 (3) C10A-C11A-C16A-C15A −178.9 (2) C14B-C15B-C16B-C11B −0.3 (5) 
